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Behorende bij het proefschrift 
 Dynamics of protein-protein interactions studied by paramagnetic NMR spectroscopy 
 
1. Focal adhesion kinase derived peptide binds the Src SH3 domain in two 
orientation(s). 
Chapter 2 & 3 
2. Attachment of paramagnetic tags on RT and nSrc loops of SH3 domain alters its 
structural conformations. 
Chapter 3 
3. Paramagnetic NMR spectroscopy is a difficult approach for proteins smaller than 
8 kDa, because probe attachment can easily cause structural changes.  
Chapter 3 
4. Src SH2 domain cannot bind at pTyr397 in a construct of focal adhesion kinase 
with the linker region that consists of its SH3 and SH2 binding sites. 
Chapter 4 
5. The focal adhesion kinase binds Src SH3 domain in the same manner as the 
peptide of FAK with the SH3 binding motif. 
Chapter 4 
6. The interaction of the Src SH2 domain and focal adhesion kinase derived peptide 
is quite different from that of the SH2 domain and kinase domain with SH3-SH2 
binding sites (32k), though the binding motif of 32k has the same sequence as 
peptide. 
Chapter 4 
7. A transient redox protein complex with low affinity can be converted into specific 
complexes with high affinity simply by engineering surface charge reversal 
mutations.  
Chapter 5 & 6 
 8. Chemical shift perturbations are a good measure of specific complex formation. 
Chapter 2, 3, 5&6 
9. Two protein complexes with the same dissociation constant (Kd) can have 
differences in the size of their chemical shift perturbations.  
Chapter 2, 5&6 
10. Imagination plays an important role in the field of fine arts and scientific research. 
 
11. Everything will be great at the end; if it is not great then it is not the end. 
 
